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Some challenges to sustainable 
kernel production

❑ Narrow genetic base of cashew germplasm collections.

❑ Limited use of high throughput phenotyping and genotyping 

tools/techniques.

❑ Lack of international collaboration between producing 

countries for defined breeding objectives.

❑Lack of funding for research due to the long juvenile phase.
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Broadening the gene pool for yield & 
nut quality

❑Exchange of cashew genetic 

resources to broaden genetic 

base. 

❑e.g Trilateral co-operation 

(GIZ Commcashew) between 

Germany, Brazil, Ghana
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Broadening the gene pool for 
disease resistance

❑Gummosis (Cardoso, 2004).

❑Inflorescent blights (Adejumo, 2005) 

❑Anthracnose (Cardoso, 1999, Uaciquete)

❑Leaf spot (Cardoso, 1999)

❑Powdery mildew

❑Genetic resources for resistance to some of 

the disease are limited. 
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Broadening the gene pool for pest 
resistance

❑Tea Mosquito Bug (Helopeltis

spp.)

❑ Stem Borer

❑Root borer etc

❑Genetic resources for resistance 

to most insect pest are not 

available 
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High throughput phenotyping - I 

Chlorophyll meter - SPAD Leaf temperature gun
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High throughput phenotyping - II 

Plant canopy imager Gas exchange analyzer
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High throughput phenotyping - III 

Soil moisture probe Infrared Spectroscopy



16th ACA Annual Cashew Conference || Abuja 2022

Genotyping – I Using molecular 
markers

❑Single Nucleotide Polymorphism – (SNP’s) 

for cashew genetic (Mzena et al 2018; Filho

et al 2018; Adu-Gyamfi et al 2020). Over 

800 SNP’s are available. 

❑Microsatellite - Single Sequence repeat 

(SSR’s) for cashew. (Cavalcanti & 

Wilkinson 2007).
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Genotyping – II Using molecular 
markers
Genetic diversity of germplasm 
collections Identification of genomic regions
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Genotyping – III Using molecular 
markers
Genomic regions for specific 
traits

❑QTL’s for yields

❑QTL’s Nut quality 

❑QTLS CNSL

❑QTL’s Apple traits

(dos Santos et al 2010, Mzena

et al 2018, Khan et al 2012)

Future perspectives

❑Improve yield and nut quality

❑Improve kernel quality

❑Reduce the long juvenile phase

❑Reduced insecticidal use

❑Removal of allergenic proteins

❑ Development of high and free CNSL 

varieties (Sadena et al 2018).
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Take home message

❑The complementary use of high-throughput phenotyping 

techniques and genomic tools to characterize/evaluate 

germplasm is critical for sustainable kernel production.

❑Effective collaboration and exchange of germplasm between 

producing countries for common breeding objectives is a pre-

requisit for high cashew productivity.



16th ACA Annual Cashew Conference || Abuja 2022

Presentations

❑Performance of 26 Selected Elite Cashew Hybrids Developed in 
1996 under the environmental conditions of Chambezi-
Bagamoyo, the Eastern part of Tanzania. To be given by Dadili 
Majune.

❑QTLs and candidate genes identification for some tree 
morphometric attributes and agronomic performances in cashew 
(Anacardium occidentale L.) using multi-locus Genome-wide 
association analyses. To be given Hubert adoukonou-sagbadja.


